The thermal denaturation profiles (T,) of six strains of Bacterionema matruclzotii were determined. The mo1% G+C of five of the strains ranged from 55.0 to 58.0. The mol% G+C of the strain referred to as streptococcal variant S1 fell short of this range (42.5), suggesting that it is substantially different from the others and perhaps improperly identified. All strains of B. matruchotii used in the study were grown in brain heart infusion broth (Difco) supplemented with 0.2% yeast extract (Difco) for 48 h at 37 C. The cells were harvested and lysed, and the DNA was extracted by a method reported earlier (1 1).
The phylogenetic relationships among oral filamentous microorganisms have not been completely resolved. For a number of years, certain oral, Gram-variable, filamentous, and rod-shaped bacteria have been variously classified as Leptotrichia, Leptothrix, and Rasmussenia. Gilmour et al. (4) , after reviewing the morphological and biochemical status of these organisms, proposed that some of them be placed in one of two genera: Leptotrichia, family Lactobacillaceae; or Bacterionema, family Actinomycetaceae; with L. buccalis and B. matruchotii as the respective type species.
Due to the extreme cellular and colonial polymorphism of various strains of B. matruchotii and t o the variability of their metabolic activities, we decided to investigate their deoxyribonucleic acid (DNA) base composition (guanine + cytosine [G+C] content) and t o compare the resulting values t o those reported in the literature for the various species of the family A ctinomjicetaceae.
All strains of B. matruchotii used in the study were grown in brain heart infusion broth (Difco) supplemented with 0.2% yeast extract (Difco) for 48 h at 37 C. The cells were harvested and lysed, and the DNA was extracted by a method reported earlier (1 1).
Due to the high melting temperatures (T,) of DNA reported in the literature for the various species of the family Actinomycetaceae, phosphate-e t hylenediamine tetraacetic acid (EDTA) buffer (ionic strength = 0.0225) was used t o solubilize the DNA instead of the usual saline citrate in order t o lower the melting temperature (3, 10) . This buffer system was tested with calf thymus DNA (sodium salt, type V; Sigma), and the results obtained were found to be consistent with those reported in the literature.
T o ensure consistency in buffer concentration, both calf thymus and B. matruchotii DNA were dialyzed in the same flask against the phosphate-EDTA buffer at 4 C. The thermal denaturation profiles were carried out by using the procedures of Mandel and Marmur (8) on a Gilford 2400 automatic recording spectrophotometer equipped with a model 24 17 thermosensor and Haake model FJ constanttemperature circulator. Each thermal melt was carried out at least twice, and calf thymus DNA was used as an internal control for each run. The mol% G+C values derived from the thermal denaturation profiles were also confirmed for one strain of B. matruchotii and calf thymus by determining the buoyant densities of their DNA in CsCl as described by Mandel et al. (9) . filamentous species of the family Actinornycetaceae. All species of the family Actinomycetaceae show G+C values between 62.0 and 69.7, significantly higher than those found for B. matruchotii strains. Although the precise taxonomic position of B. matruchotii will have to await further work, we feel that, on the basis of the present knowledge, the placement of the genus Bacterionerna in the family A ctinomycetaceae should be re-evaluated.
(A preliminary report of this research was presented at the 73rd Annual Meeting of the American Society for Microbiology 6-1 1 May 1973, Miami Beach, Fla. This paper is based on a portion of a thesis to be submitted by L.P. to the Graduate School, University of Maryland at Baltimore City, in partial fulfillment of the requirements for the Ph.D. degree in microbiology.)
